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Our Project

HuBMAP Portal Development

Lead Ul workstream
Focused contributions to data model and curation aspects

Data Visualization

Development of the Vitessce application and embeddable
components for visualization HUBMAP data inside the portal

Data Science Working Group

Co-leading efforts for integrative analysis
See presentation on future integration with HuBMAP Portal

2019 HUBMAP Meeting



Next Year’s Deliverables

- Minimum Viable Product for the HUBMAP Data Portal

- Portal software & curated data sets

- Release of Vitessce visualization tool and components

Vitessce App

Data Portal Integration

Grornnan

w/ TC-CMU + IEC

Vitessce Data Manager Modules

Gene/

Gene Set
Manager

Cell Set
Manager
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Data Access APls

CCF Viewer Integration

w/ MC- IU

Vtessce Data Viewer Modules

UMAP @ FISH

w/ Caltech, UCSD, Vanderbilt TMCs
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Collaborations

HuBMAP Portal Development

- |EC
- TC-CMU

Data Curation

X-Consortium (HuBMAP, Human Cell Atlas, Human Tumor Atlas
Network, others): bi-weekly calls
Data Release Teams

Visualization
MC-IU Tissue Viewer (supplement)
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What should HUBMAP Do?

Focus on initial data release minimum viable product
Ensure that we do exciting science

Harden collaborative processes within the consortium
Avoid overpromising

Champion FAIRness and coordination with other groups

Develop our own identity distinct from similar projects

2019 HUBMAP Meeting



Cool Thing - 5 Minutes

Vitessce - Visual Integration
Tool for Exploration of Spatial
Single-Cell Experiments

http://vitessce.io
https://qgithub.com/hubmapconsortium/vitessce
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http://vitessce.io

Vitessce

1. modular
2. linked views
3. agnostic
4. data
spatial
abstract

5. open source
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Vitessce Overview
Cell Set Management: Create

Cell Sets Scatterplot (t-SNE) 4839 cells
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Vitessce Overview
Cell Set Management: Merge

Cell Sets Scatterplot (t-SNE) 4839 cells
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Vitessce Overview
Cell Set Management: Intersect

Cell Sets Scatterplot (t-SNE) 4839 cells
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Vitessce Overview
Cell Set Management: Organize

Cell Sets
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