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Major focus in Year 1

• Our major focus in the first year has been on:

- Pipelines for processing HuBMAP data

- Working on the data portal and website

- Connecting with other efforts (mainly HCA)

• Most important issues we have addressed so far:

- Establishing and working with the DRT’s to fully define the set of  pipeline 
needed for the initial release

- Initial implementation and testing of containerized pipelines for sequencing 
and imaging data

- Imaging data workshop

- Minimizing redundancy with work at HCA

- Initial development and discussions about the HuBMAP portal
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Automatically 
collecting and 
processing 
scRNA-Seq data





Sequencing Pipelines





Microscopy Pipelines



What is Dockstore?
Dockstore is a free and open source platform for sharing 
scientific tools and workflows. It is a registry of Docker-
based resources described using popular workflow 
languages CWL, WDL, and Nextflow.

● Portability

○ Run workflows in any 
environment that supports 
Docker

● Interoperability

○ Standardize computational 
analysis through GA4GH APIs

● Reproducibility

○ Create, Share, Use
○ Containers + Popular descriptor 

languages
Now on version 1.6.0, first presented version 1.25 at BOSC2017







Deliverable for Year 2

Goals for Year 2:
- We will work with the TMCs to make sure that pipelines needed to 

process HuBMAP data are available 
- We will containerized pipelines for processing HuBMAP sequencing, 

imagining and mass spec data
- We will attempt to standardize pipelines currently used by the different 

groups
- We will work with others to make sure that the HuBMAP data is 

accessible, searchable and downloadable
- We will attempt to test joint analysis pipelines for HuBMAP data
• Current needs
- Cooperation from TMCs and DRTs 
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Collaborations
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• We are starting to work on a project for the analysis of spatial 
transcriptomics and proteomics data

• Very early stages, no updates yet



What should HuBMAP Do ? 

• Upload sample data for all expected modalities in the initial release 
ASAP

• Make sure that all the data you expect to provide is covered by one 
of the DRTs

• Better discussion and collaboration with external efforts (NIH or 
others)

• Start uploading actual data collected
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